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gcggccgccgtacggccATGAAAAAGACAGCTATCGCGATTGCAGTGGCACTGGCTGGTT 
TCGCTACCGTAGCGCAGGCCGAAGTTAAACTGCATGAGTCAGGGCCTGGGCTGGTAAGGC 
CTGGGACTTCAGTGAAGATATCCTGCAAGGCTTCTGGCTACACCTTCACTAACTACTGGC 
TAGGTTGGGTAAAGCAGAGGCCTGGACATGGACTTGAGTGGATTGGAGATATTTACCCTG 
GAGGTGGTTATACTAACTACAATGAGAAGTTCAAGGGCAAGGCCACACTGACTGCAGACA 
CATCCTCCAGCACTGCCTACATGCAGCTCAGTAGCCTGACATCTGAGGACTCTGCTGTCT 
ATTTCTGTGCAAGATTTTACTACGGTAGTAGCTACTGGTACTTCGATGTCTGGGGCCAAG 
GCACCACGGTCACCGTCTCCTCAGCAAAGACCACTCCTCCGTCTGTTTACCCTCTGGCTC 
CTGGTTCTGCGGCTCAGACTAACTCTATGGTGACTCTGGGATGCCTGGTCAAGGGCTATT 
TCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCT 
TCCCAGCTGTCCTGCAATCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCA 
GCACCTGGCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCTTCTAGCACCAAAG 
TTGACAAGAAAATCGTACCGCGCGACTGCTAAccQta ataaqaaaaa ct taqqqtqaaaq 
ttcatcgcggcc^tacggccATGAAACAAAGCACTATTGCACTGGCACTCTTACCGTTAC 
TGTTTACCCCTGTGACAAAAGCCGACATCGAGCTCACCCAGTCTCCAGCAATCATGGCTG 
CATCTGTGGGAGAAACTGTCACCATCACATGTGGAGCAAGTGAGAATATTTACGGTGCTT 
TAAATTGGTATCAGCGGAAACAGGGAAAATCTCCTCAGCTCCTGATCTATGGTGCAACCA 
ACTTGGCAGATGGCATGTCATCGAGGTTCAGTGGCAGTGGATCTGGTAGACAGTATTCTC 
TCAAGATCAGTAGCCTGCATCCTGACGATGTTGCAACGTATTACTGTCAAAATGTGTTAA 
GTACTCCTCGGACGTTCGGAGCTGGGACCAAGCTCGAGCTGAAGCGCGCTGATGCTGCAC 
CGACTGTATCCATCTTCCCACCATCCAGTGAGCAGTTAACATCTGGAGGTGCCTCAGTCG 
TGTGCTTCTTGAACAACTTCTACCCCAAAGACATCAATGTCAAGTGGAAGATTGATGGCA 
GTGAACGACAAAATGGCGTCCTGAACAGTTGGACTGATCAGGACAGCAAAGACAGCACCT 
ACAGCATGAGCAGCACCCTCACGTTGACCAAGGACGAGTATGAACGACATAACAGCTATA 
CCTGTGAGGCCACTCACAAGACATCAACTTCACCCATTGTCAAGAGCTTCAACAGGAATG 
AGTGTTAGtccqtaq taaqaaaaac t taqqqtqaaaq ttcatqcqqccqc 
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FIG. 4 
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NCF-DEFICIENT TRANSMISSIBLE 
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(A) — q-pool (B) + q-pool 
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FIG. 7 
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(E) + q-pool (SeVi8+iN-1) -1 (F) + q-pool (SeViMN-1) -2 
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SeV'^GFP SeV'^GFP/AF 
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FIG. 11 
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FIG. 14 
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WESTERN BLOTTING CBB STAINING 



M:PROTEIN MARKER 

l:SeV18+aCD28cst/AF-GFP CULTURE 

SUPERNATANT 

2: SeV/ A F(GFP) CULTURE SUPERNATANT 
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FIG. 19 
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DAY1 
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SeVI 8+GFP/AF SeV18+aCD28cst/AF-GFP 
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